A case of genome partition in polyploid oats.
At the second generation of the interspecific cross between the cultivated hexaploid (2n = 42) oat A. Sativa and the wild tetraploid (2n = 28) A. Murphyi, a plant having hexaploid and diploid (2n = 14) sectors was selected. Meiosis was highly regular in the diploid sector but the tillers failed to proceed beyond the boot stage and no seeds were produced. It is suggested that this diploid sector represents an entire genome of one of the diploid progenitors of the hexaploid oat.